Table S5 Summary of quality assessment diagnostics for all microarray samples. Every row corresponds to a microar-
ray sample and every column to a different diagnostic. Rows are ordered by the decreasing number of failed diagnostics
indicated in the column “Failed”. Samples which failed in more than half of the diagnostics have their identifiers high-
lighted in red and were discarded from further analysis. Diagnostics key: distribution of raw intensities (RawDist),
residuals of a probe-level model (Resids), normalized unscaled standard errors (NUSE), relative log expression (RLE),
MA plot (MA), hierarchical clustering (HC), multidimensional scaling (MDS).
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